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» Doubled Haploid (DH) technology in maize breeding: Application and technology for

10:00~10:40 production of DH lines
— Dr, Chaikam, CIMMYT, Mexico
10:40~11:20 » Finding mineral element transporters for better and safe production of rice
' ' — Dr, Jian Feng Ma, Okayama University, Kurashiki, Japan
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' ' — Dr. Zach Lippman, Cold Spring Harbor Laboratory, USA
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» Specialty corn breeding at Sweet Seeds in Thailand to the tropical world
— Dr, Taweesak Pulam (Sweet Seeds, Inc.)
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— Dr. Han Longzhi (Institute of Crop Sciences of Chinese Academy of Agricultural Sciences)
09:00~10:40 » Application of Biotechnology in Developing New Rice Varieties For High Temperature
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— Dr, Dung Laitien (Plant Protection Research Institute, Vietnam)
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FASCICULATE Regulates Plant Architecture Including Cluster Flowers and Plant Height in Pepper
(Capsicum annuum)

Min-Young Kang, Koeun Han, Byoung-Cheorl Kang’

Department of Plant Science, Plant Genomics and Breeding Institute, and Vegetable Breeding Research Center, College
of Agriculture and Life Sciences, Seoul National University, Seoul 151-921, Korea

The overall plant shape is determined by genetic program. Regulation of plant architecture is an important agronomic trait
for agricultural plants. Capsicum annuum ‘MicroPep’ shows cluster flowers and short height. By contrast, C. annuum
‘Jeju’ shows typical pepper architecture. In this study, we crossed C. annuum ‘MicroPep’ and C. annuum ‘Jeju’ to identify
the genetic loci controlling plant architecture. A total of 117 F, plants were genotyped using genotyping-by-sequencing
(GBS) method and 2,612 single nucleotide polymorphisms (SNPs) were detected. Linked SNPs with same genotype were
called as bin, and 1,731 c¢cM bin map with 983 bins were constructed. Using bin map and the phenotype of F, population,
one locus determining MicroPep and Jeju plant shape was mapped on chromosome 6. This locus was also identified to
control the plant height from quantitative trait locus (QTL) analysis, while there were 5 additional QTLs on chromosome
1 and 11 for plant height. At this locus of chromosome 6, FASCICUATE (FA) was colocalized indicating that this gene is
a strong candidate for the gene controlling the cluster flower phenotype and plant height. This locus can explain 24% of
total phenotypic variations. The successfully identification and characterization of F4 gene can provide a chance for study
of architecture in pepper.

Corresponding author: Tel. 82-2-880-4563, E-mail: bk54@snu.ac.kr
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