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CORRECTION

Author Correction: Mitonuclear 
incompatibility as a hidden driver 
behind the genome ancestry of African admixed 
cattle
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Correction to: BMC Biology 20, 1–20 (2021)
https://doi.org/10.1186/s12915-021-01206-x
The original article contained minor errors in Figs.  1 

and 3 which have both since been corrected.
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